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2 adductData

adductData Adduct data from Grigoryan at al 2016. This package contains 2
mzXML files from Grigoryan et al that were used to perform adduc-
tomics.

Description

Adduct data from Grigoryan at al 2016. This package contains 2 mzXML files from Grigoryan et
al that were used to perform adductomics.

Value

2 mzXML files and processed data

Source

https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5555296/

Examples

## Not run:

hub <- ExperimentHub: :ExperimentHub()

x <- AnnotationHub::query(hub, c("adductData"))
## download resource

data = x[[1]]

## End(Not run)
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